Avian Adenovirus was isolated from naturally infected broiler chickens. Two Liversample were collected in glycerol saline from the birds came from Aman and Jankipoutry farm for the postmortem in the Dept. of pathology,Veterinary college,Anand(Gujarat). Extraction of viral DNA from infected liver tissues was done as per the method of Meuleman et al., (2001) with minor modifications. The amplified PCR analyzed by agarose gel electrophoresis indicated DNA fragments of approximately 890 bp as expected by primer HexonA F & HexonB R. PCR assay revealed presence of IBH-HPS virus in both samples. Obtained PCR product of both sample were subjected to DNA sequencing and obtained sequencing was compared with other matched sequince. On phylogenetic analysis using Clustal W program showed 3 major group like upper, middle and lower respectively. In the minor branch of upper group the AMAN and JANKI isolates were found to group with Fowl adenovirus 12 strain 380 and Fowl adenovirus 11 strain C2B, so AMAN and JANKI isolates indicating a new fowl adenovirus genotype.
Introduction
is associated with the interpretation of results, as antibodies against adenoviruses are commonly The avian adenovirus infections are believed found in the blood of both healthy and infected to cause heavy economic losses by increasing birds. Polymerase chain reaction (PCR) (Saiki et mortality in chicken, diminished weight gain, al., 1985) has been applied as a rapid diagnostic poor feed conversion, drop in egg production and tool for the detection of avian viral and bacterial poor egg quality. It may also be involved in immuno-pathogens (Nguyen et al., 1994 ; Ganesh et al., suppression leading to increase incidence of 2002; Dahiya et al., 2002) . secondary infection (Sambrook et al., 1989) .
This method is not only rapid, but also more A number of useful methods have been sensitive and specific than other diagnostic tests. developed for the diagnosis of avian adenovirus Utilizing most advanced techniques of molecular infections, including virus isolation in cell culture biology the hydroperi-cardium syndrome agent (Cowen et al., 1978) (Fig.1) . This was two field sample were removed by PCR compared with 500 bp ladder marker. No DNA purification kit (Perfectprep PCR cleanup 96-cat fragments were detected visually in ethidium no. 955156013-Eppendorf). Cycle sequencing bromide stained agarose gel electrophoresis was performed following the instructions when PCR was carried out from DNA extracted supplied along with Big Dye® Terminator v3.1 from tissues of healthy bird. Cycle Sequencing Kit (Applied Biosystems). The reaction was carried out in a final reaction volume of 20 µl using 200 µl capacity thin wall PCR tube. The reaction was carried out in a final reaction volume of 20 µl using 200 µl capacity thin wall PCR tube. The tubes containing the mixture were tapped gently, spun briefly and then were transferred to thermal cycler. The cycling protocol was designed for 28 cycles with the thermal ramp rate of 100C per second as as Initial denaturation was carried out at 94°C for 5 min followed by 30 sec denaturation at 94°C, 10 sec at 60°C for annealing and 4 min at 72°C for extension. After the reaction, the extension products were purified showed low-level or no amplification with the program. Phylogenetic analysis of nucleic acid Hexon A/B primer set. sequence was done with foreign isolates and tree diagram created (Fig.2) .
DNA sequencing and phylogenetic analysis of
On phylogenetic analysis using Clustal W field isolate: Sequencing can be performed on program showing 3 major group like upper, any part of the genome, but was usually middle and lower respectively (Fig.2) . Within the performed on a selected part of the Hexon protein uppers group, 2 minor branches were observed. gene (Meulemans et al., 2001 ). Using the blast
In the minor branch of upper group the AMAN programme of NCBI the obtained nucleotide and JANKI isolates were found to group with sequences of both samples( AMAN & JANKI)
Fowl adenovirus 12 strain 380 and Fowl adenovirus were found to have 94% identity with fowl 11 strain C2B. However, within this major upper adenovirus 11 isolate 1047 hexon protein group, a minor branch was formed by AMAN and gene(Accession no DQ323984. 
